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Abstract; To confirm the antimicrobial protein function of LjAMP, and LJAMP, genes cloned from mother-
wort, these two genes were introduced into tomato (cv. Taiwan shenlu) by Agrobacterium tumefaciens
transformation method. In vitro assessment of the resistance against Verticillium wilt by dipping plant
branches into the toxin preparation of Verticillium dahliae ,indicated that the rate of showing no wilting
symptom in transgenic tomato lines over-expressing LjAMP, and LJAMP, is 11.11% and 6.25% respec-
tively, while the wild type and the transgenic plants holding empty construction branches were 100% severely
wilted. To further investigate the resistance against Alternaria solani Jones et Grout, detached leaves were
inoculated with the pathogen. In T, progeny transgenic tomato lines over-expressing [JAMP, and LjAMP, ,

those showing resistance or tolerance to Verticillium wilt toxin preparation, also exhibited resistance to
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A. solani. The lowest disease index of JAMP, and LJAMP, T, progeny transgenic lines was 17.5 and

10. 0 respectively, while the disease index of wild type and transgenic plants holding empty construction

are 100. Analysis of leaf discs inhibition zone to Ralstonia solanacearum revealed that in transgenic lines

those exhibiting resistance to fungal pathogens also showed resistance to the bacterial pathogen, confir-

ming the broad-spectrum resistances of [JAMP, and [jAMP,.
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Fig. 1 PCR analysis of LJAMP, and LjAMP, gene in transgenic plants
AR LAMP, FEY PCR G, M. marker; 1,75 8055 3ERAERE ; 2 ARFEIERATAR ; 3 FHIERTRE ; 4 ~ 12 56 LA 5 13,
Ko B AEHEFFE AT LAMP, B R PCR AN, Mamarker; 1.7 B0 BB MR 2 AR BRI 3 FIMERTRL; 4 ~ 10 SRR RAEIE; 112K,

Note: A: PCR analysis of LJAMP, gene in transgenic plants. M: marker; 1. transgenic plant holding empty construction; 2: non-transgenic plant; 3

plasmid pljAMP, ; 4 —12; transgenic plants expressing [jAMP,; 13 water. B: PCR analysis of IjJAMP, gene in transgenic plants. M: marker; 1.

transgenic plant holding empty construction; 2; non-transgenic plant; 3 ; plasmid pjAMP, ; 4 —10; transgenic plants expressing LAMP, ; 11 ; water.
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Table 1 The resistance analysis to Verticillium dahliae toxin preparation with T,

transgenic lines over-expressing JAMP, and LjAMP,

AL FR bR F K (1)

Numbers of

AN

Foreign gene

REERRILE (%)

The rate of the transgenic lines

RIERSHRALR (%)

The rate of the transgenic lines showing

the lines showing no wilting symptom moderate wilting symptom
CK, (Z #A% S Transgenic 10 0.00 0.00
plant holding empty construction)
CK, (BFAERIFERE Wild type plant) 5 0.00 0.00
LAMP, 18 11.11 27.77
LAMP, 16 6.25 37.50
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I LJAMP,-10, BN 380 10 K0 &0 R M
EEULE 2,

120 O %#i# The disease incidence rate (%)
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£ £ = E
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= E 2 T =
% 23 40|
:'K ..E’ 20 B
=
. . . , . [
CK, CK, LiAMP-18 LijAMP;-21 LjJAMP-25 LJAMP-31 LjAMP:-8 LjAMP:-10

AL HER Transgenic line
E 2 BEFRiE LJAMP, 1 LLAMP, FIFEEEERMN T, KRR EMRERRE 10 XML R EMNRIEREEH

Fig.2 The disease incidence rate and disease index of T, transgenic lines over-expressing LjAMP,

and LjAMP, at 10d post-inoculation Alternaria solani

T : CK, - 25 85 3 K310 ; CK, < P A R K s LiAMP, -18 \LjAMP, 21 \LjAMP, 25 1 LjAMP, -31 St 383K LAMP, W% 5E R 5 s LjAMP, -
8 Ml 1jAMP,-10 R Rk LAMP, (IR ZR, Note: CK, ; transgenic plants holding empty construction; CK, : wild type plants; LjAMP,-18,
LjAMP, 21, LjAMP 25, IjAMP, -31: transgenic lines over-expressing LjAMP, ; LjAMP,-8, LjAMP,-10 transgenic lines over-expressing LjAMP,.
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