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Progress and prospect of wheat research on drought resistance

LI Long, MAO Xinguo, WANG Jingyi, LI Chaonan, LIU Yuping, JING Ruilian
(Institute of Crop Sciences, Chinese Academy of Agricultural Sciences, Beijing 100081, China)

Abstract: Improving drought resistance of wheat with elite genetic resources is an important strategy to cope
with drought stress and ensure food security. Based on the recent progress of wheat drought resistance research at
domestic and abroad and our research practices, this paper summarized the applicable objects and evaluation
criteria of the current main methods for drought resistance identification, the research achievements in the
germplasm enhancement of drought resistance and discovery and utilization of genes regulating drought resistance.
The key tasks and directions of wheat drought resistance research in the future have been proposed in this study,
which is to establish a comprehensive evaluation technology system for drought resistance based on high-throughput
phenotyping strategy as well as an exploration platform for genes regulating drought resistance based on high-
throughput genotyping strategy. Researchers also suggest creating intelligent breeding strategies based on integrated
utilization of multidisciplinary skills to provide information resources and theoretical guidance for accelerating the
genetic improvement of wheat drought resistance.
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Table 1 Reductions in grain yield in wheat

caused by drought stress
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Table 2 Varieties approved by the national trial of arid and

infertile group in Huang-Huai River Valleys facultative

wheat zone from 2005 to 2022
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Fig.1 Comparison of phenotypes between *Jinmai 47’ and ‘Zhongmai 36’
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Table 3 Drought-resistant genesin wheat

reported in the last five years

BEH PR 225 3k
Gene Regulated trait Reference
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TaCML20 Water soluble carbohydrate content, Grain yield [55]
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