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Abstract To confirm the nematode species observed on the pepper Zanthoxylum bungeanum in Mao County., Si-
chuan Province, an investigation was performed in this region from April to September in 2011. Morphological
test (perineal patterns and second-stage juveniles) s biochemical study (esterase isozyme) and molecular character-
ization (rDNA-ITS and rDNA-IGS) were used to identify the species. The results showed that the pepper root-
knot nematode belonged to Meloidogyne hapla Chitwood. This is the first report of M. hapla on Z. bungeanum

in China and its occurrence in Sichuan Province.
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Fig. 1 The perineal pattern of the

pepper root-knot nematode
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Table 1 Measurement of females and second-stage juveniles of the pepper root-knot nematode

B Stage L/pm

BW/pm

Stylet/pm DEGO Tail/pm

M Female (n=20)
2 R4

. . 0~412.2
Second-stage juvenile (7=20) 395. 8(389. 0~4 4

592. 6(449. 2~730. 7) 380. 0(340. 7~420. 9) 16.4(15. 2~16.5) 4. 8(4.5~6.1) —

14.1(13. 7~14.6) 11.1(10.8~12.0) 3.4(3.0~4.1) 53.0(46.5~58.0)

1) L:{&K Body length; BW.{£% Body width; Stylet: 0414 Stylet length; DEGO: & #E Mg T 1 2 1 &F FL 3R AU BE 2 Dorsal esophageal

gland opening; Tail ;: &K Tail length.
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1: M. hapla (control); 2-4: The pepper root-knot nematode
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Fig. 2 Phenotype of esterase isozyme
(Est) of the pepper root-knot nematode
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1: DNA marker IIT; 2:PCR amplification result of the pepper
root-knot nematode ITS; 3: Recombinant plasmid with ITS ;
4:Double digestion of recombinant plasmid using Hind [l and
EcoRI ; 5: pMD18-T empty vector; 6:PCR amplification result
of the pepper root-knot nematode ITS ; 7: Recombinant plasmid
with IGS; 8: Double digestion of recombinant plasmid using
HindIll and EcoRI
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Fig.3 The PCR identification results of the pepper
root-knot nematode I'TS and IGS fragments
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ChC141: The sequence of the pepper root-knot nematode
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Fig. 4 NJ tree of 16 Meloidogyne isolates based on ITS sequences of M. hapla
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Fig. 5 Maximum likelihood tree of 12 Meloidogyne isolates based on IGS sequences
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