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Fig.2 PCR product of Mx1 gene open reading frame
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Fig. 4 Recombinant plasmid and enzyme digestion analysis
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Fig.6 The result of southern blot
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Construction and Transference of “all-fish” Mx Gene Recombinant
ZHOU Wei', XIAO Tiao-yi', SU Jian-ming”, LIU Qiao-ling', LIU Ming', YAO Yi-bin', XU Bao-hong'

(1. College of Animal Science and Technology, Hunan Agriculture University, Changsha 410128 ,China;
2. College of Animal Medical, Hunan Agriculture University, Changsha 410128, China)

Abstract : The coding sequence of Mx1 gene of Carassius auratus was cloned under the control of carp B-actin gene
promoter by molecular restructuring, then an all-fish Mx gene recombinant was constructed. The recombinant gene
was transferred into fertilized zygotes of grass carps by micro-injection. A group of all-fish transgenic grass carps
were obtained. Polymerase chain reaction ( PCR) technology and Southern blot were carried out on treated grass
carps fry (two months ). It verified that all-fish Mx gene had integrated into the genome of grass carps. It setted
the stage for disease-resisted breeding for grass carps.

Key words: Gene recombinant; “ All-fish” Mx gene ;PCR ;Southern blot



