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Fig.1 Distribution of sampling stations
in Huizhou West Lake
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(PH denotes Pinghu, NZ denotes Nanzhong, NQ denotes Nanqing,
SF denotes Shifanqu; 1, 2, 3, 4 respectively denote Dec. 2009, Feb.
2010, April 2010 and June 2010)
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composition analyzed by DGGE
(PH denotes Pinghu, NZ denotes Nanzhong, NQ denotes Nanging,
SF denotes Shifanqu;1, 2, 3, 4 respectively denotes Dec. 2009, Feb.
2010, April 2010 and June 2010)
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Fig.4 Cluster analysis of the samples
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Notes; * indicates significant difference (P <0.05), ** indicates extremely significant diference (P <0.01).
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Fig.5 Comparison of chlorophyll. a, suspended solids and

transparency between Pinghu, Nanhu and Shifanqu
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Impact of Submerged Vegetation Restoration on the Structure
of Bacterioplankton in Huizhou West Lake

MAO Jie', XING Peng’, LIU Zheng-wen'"

(1. Institute of Hydrobiology, Jinan University, Guangdong Guangzhou 510632 ,China;
2. Nanjing Institute of Geography and Limnology, Chinese Academy of
Sciences, Jiangsu Nanjing 210008, China)

Abstract: Restoration of submerged vegetation in shallow eutrophic lake is an important method of lake restoration.
Some areas of Huizhou West Lake has been successfully restored by planting submerged plants, and the water has
been significantly improved. In order to study the impact of the submerged vegetation on bacterioplankton, bacterio-
plankton community composition was investigated in restored area and unrestored area in Huizhou West Lake. The
diversity of bacterioplankton of the restored area and unrestored area were analyzed by denaturing gradient gel elec-
trophoresis ( DGGE) , using the bacterial 16sRNA gene universal primer to do the polymerase chain reaction. The
results showed that Pielou index and Shannon-Wiener index of the restored area were significantly higher than that
of the unrestored area. This study indicates that submerged vegegtaion not only improve water quality, but also in-
crease the diversity of bacterioplankton.

Key words: bacterioplankton ;submerged vegetation restoration; Huizhou West Lake



