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E1 LilR/k&ERENT
Fig.1 Sample locations of Pseudogyrincheilus
prochilus in Wujiang River
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Tab.1 Characteristics of six microsatellite markers from

Pseudogyrincheilus prochilus in 35 individuals from Wujiang River

4 N N N N PN - § Hardy — Hardy —
MIENME  BAR B o) A IR EZE ifE%  Shannon L% Weinh Weith
) ) » e e einberg einberg
Microsatellite  J&/°C Repeat /A 7N/ bp BEHHE A lEx e PP T
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Using Microsatellite Markers to Assess the Impacts by Pengshui Hydropower Station on
Waujiang River on Population Genetic Diversity in Pseudogyrincheilus procheilus

SHI Fang'>, XU Nian"*? | XIONG Mei-hua®, WANG Xiang”, YANG Zhong’,
QUE Yan-fu’, ZHU Bin’, HU Ju-xiang’, CHANG Jian-bo

(1. State Key Laboratory of Freshwater Ecology and Biotechnology, Institute of Hydrobiology,
Chinese Academy of Sciences, Wuhan 430072, China;
2. Institute of Hydroecology, Ministry of Water Resources and
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3. The Graduate School of the Chinese Academy of Sciences, Beijing 100039, China)

Abstract; Fragmentation of the Wujiang river ecosystem caused by Pengshui hydropower station may disrupt the
connectivity of ecosystem and communication of fish populations, consequently, fish population genetic structure
and diversity will be affected. In this study, we established a partial genomic library for Pseudogyrincheilus prochei-
lus. 6 microsatellite markers were assessed genetic diversity for 35 individuals. The results show that the total num-
bers of alleles in 6 loci was twenty — eight. The average heterozygosity ( H) , average polymorphism information
content ( PIC) and average Shannon$ Information index (1) were 0. 6536, 0. 6085 and 1.2752, respectively. Two
loci showed significant deviation from Hardy-Weinberg equilibrium, and one of them had evidence for null alleles.
The fndings indicated that although the genetic diversity of P. procheilus in Wujiang river was rich, it may had been

infuenced by Pengshui hydropower station to a certain extent.

Key words: microsatellite markers, hydropower station, Pseudogyrincheilus procheilus, genetic diversity



