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A Preliminary Analysis of Genetic Diversity of Population of Onychostoma sima

in Wujiang River with Microsatellite Markers

XIONG Mei-hua, SHI Fang, XU Nian, QUE Yan-fu, YANG Zhong, HU Ju-xiang, ZHU Bin

(Institute of hydroecology, Ministry of Water Resources and
Chinese Academy of Sciences, Wuhan 430079, China)

Abstract; The microsatellite markers of Onychostoma sima were isolated and the genetic diversity were analysed in

this study. A library of partial small size fractionated genomic DNA was constructed with the 0. sima in Wujiang

river. Five polymorphic microsatellite loci were obtained. Genetic variation in a sample of 32 individuals was quan-
tified by the number of alleles, which ranged from three to six, and PIC changed from 0.4465 to 0.7116, and by
the observed and expected heterozygosities ranging from 0. 4444 to 0.9310 and from 0.4902 to 0. 7624 per locus,

respectively, and by Hardy-Weinberg departure value (D) ranging from —0.4171 to 0.2380. Linkage equilibrium

was not observed. The findings indicated that although the genetic diversity of 0. sima in Wujiang river was rich,

it had been influenced by the construction of Pengshui hydropower station on the Wujiang river to a certain extent.

Key words: Onychostoma sima; microsatellite; genetic diversity ; Wujiang River



