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Tab.1 Microsatellite marker and genetic diversity of the artificial breed Ornamental carp population

(5 519F51(5-3) BAOREE/C TS PURIIEZS W Z5E S (T
Loon Primer Annealing v 3L R4 s A B LR R
ocus sequence temperature A H, H, PIC d
F:GTCCAGACTGTCATCAGGAG
MFW1 R:GAGGTGTACACTGAGTCACGC 56 13 1.0000 0.7341 0.6923 0.362
F: GATCAGAAGGTACAGAGAAG
MFW3 R. CCTTACAGAAAACCTGTTTGC 55 10 0.6833 0.7720 0.7986 -0.115
F: TCCAAGTCAGTTTAATCACCG
MFW4 R. GGGAAGCGTTGACAACAAGC 57 8 0.8167 0.7087 0.6734 0.152
F. ACCTGATCAATCCCTGGCTC
MFW6 R. TIGGGACTTTTAAATCACGTTG 57 10 0.6500 0.6716 0.6536 -0.032
F: ATGATGAGAACATTGTTTACAG
MFW13 R: TGAGAGAACAATGTGGATGAC 55 5 0.8750 0.7812 0.7767 0.120
F. CAGAAGCTTCTGGAAATCTGAG
MFW14 R: GCGAGAAGATTGATGGACAAC 53 11 1.0000 0.8989 0.8729 0.112
< F: GTCCATTGTGTCAAGATAGAG
MFW16 R. TCTTCATTTCAGGCTGGAAAG 55 10 1.0000 0.8893 0.8614 0.125
F. GTCCCTGGTAGTGAGTGAGT
MFW18 R. GCGTTGACTTGTTTTATACTAG 56 4 0.5750 0.6117 0.6061 -0.060
. F: GAATCCTCCATCATGCAAAC
MFW19 R. GCACAAACTCCACATTGTGCC 55 5 0.6875 0.6937 0.6826 -0.009
F: GGTCAACAAGTAGTTGTGCAG
MFW30 R. CCATCTCTGTCATTGCAACAG 57 8 0.6250 0.6335 0.6217 -0.013
F.: TCAGTTCCTCAGAATCCATCG
HLJ006 R. GGTCCCCATTGACTTCCATA 54 7 0.7750 0.7321 0.7236 0.059
F: TAGTGGGCACTGCAACTGTC
HLJO10 R. CATTCATTGTCATTTTGAGAAAGG 52 9 0. 8875 0. 6825 0.6263 0.300
F. TTAGCCAGCCAGAGACAAGC
HLJO11 R. CACTGCCACAAACCCATCTA 56 7 0.7250 0.7972 0.7561 -0.091
ZF 7.86 0.7911 0.6735 0.7145 0.066
HX 8.37 0.7928 0.6792 0.7192 0.097
SEA{H 8.12 0.7920 0.6764 0.7169 0.082

T F - TEMG I 5R - R 519054 — LIRS EG H, - ARG B H, - WEBARGBE PIC - 2755 B & i

A BRI s FX — TOHEASORT R0 O ST

d - s %G ZF - A

Note : F — Forward; R — Reverse primer; A — number of alleles; H, — observed heterozygosity; H, — expected heterozygosity ; PIC — polymorphism in-
formation contents; d — Hardy — Weinberg equilibrium genetic deviation index. ZF — Ornamental carp population of Artificial Propagation; HX — Ornamen-

tal carp population of Tianjin Huanxin High Quality Aquatic Farm.

Fh P L AT B R AR AR B TR 0 A MFWL A
13 ANEEALEE A, /M 100 ~300 bp

HIZ 1 AT, A6 13 A Gl TR A7 b 3R A
107 A2 7 HE A, B 5000 25 7 FE L BON 4 ~ 13



2009 4% 1 #

BTt %2 A A TR AR AR S A I T B AR R AT 47

AL R /NE 100 ~ 400 bp, i TR A MFWI1
SR B R B 2, 13 A i T 7 5 MFW18
SEN R R Bl b, o 4 o 2 DR B P 5
FERER 30k 7. 86 SF 8. 37 A4,
2.2 WIEMNRREESFESN

2 AR Z AR B a5 PIC 25K
0.7145 F10.7192, Fr A g TN AR R B T8
(2 G RN Z2 21 , 2R W13k S 57 st 7 B LA A v
BEABREMEZNEE SR,

A5 FE AT DAt B IATE 2 A7 st b st 578
5, e R ARG AR R i) — N Bl 240 H, FNH,
AL T REE e 2R (S 4 ,2005) o AR
1 AT, 2 A S0 53 B R AR 1 - 24 U0 2 5 B ()
43514 0. 7911 F1 0. 7928, F-Hy AR & 1 (H,) 4y
B4 0. 6735 f10.6792, MFW1 MFW14 fil MEW16
BLEAERER T AU s & BE 3K 5] T 1..0000, {H
MFW3 . MFW6 . MFW18 . MFW19  MFW30 F HLJO11
{3 5 /4 Hardy — Weinberg 354 fii B 154 (d) T (E
dfERWE Y H, fl H, B PR R . d (HBEHEGRE 0,38
Y DR 78 A A 0 TR S

M1 2 3 4 56 7 8 9 1011 12 13

267+ . I
2344 .T.
213+ ! :
1924

184—»! h

7 :M g DNA 43 FH& 450 pBR322/BsuR1;
1~ 13 43500 13 ASHRERASA
E1l $BEEEMIEMNs MFWI B8k EE
Note: M is the pBR322/BsuRI marker;
1 ~13 is the individual of Ornamental carp
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Microsatellite Marker Analysis of Genetic Diversity in the Two
Artificial Breed Population of Ornamental carp

CHEN Wan-guang' , WANG Hui’

(1. Department of Life Science, Luoyang Normal College, Luoyang Henan 471022, China;
2. College of Animal Science and Technology, Shandong Agricultural University, Taian Shandong 271018, China)

Abstract; The genetic diversity of the artificial breed Ornamental carp population were studied by using 13 microsa-
tellite primers. The results showed that the genetic diversity level of Ornamental carp population was high. The av-
erage number of allele(A) ranged from 7. 86 to 8.37; The average heterozygosity (H,)in two populations was from
0.7911 to 0.7928 ; average excepted heterozygosity ( H, ) was from 0. 6735 to 0. 6792 ; and average polymorphism
information content( PIC)was from 0. 7145 to 0.7192. The genetic distance was 0. 1057 and genetic identity was

0.9011. Thirteen microsatellite loci could be used for genetic analysis.
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