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The Optimization of Regeneration System from Maize Embryo and

the Research of the Agrobacterium Transformation
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(Life Science College, Zhongkai University of A gricultural and Technology, Guangzhou 510225, China)
Abstract: The paper got the optimized regenerative system from immature embryo by comparing the different tis—
sue culture mediums and examining the infection rate in different phases of different aged maize embryos. The experi—
ment used the agrobacterium tumefaciens GV3850 to transfer Guangnuo maize and obtained 5 positive transgenic
plants by PCR and Southern—blotting.
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Ne:Ng ﬁ*ﬂ + Ng j(i + Ng ﬁ@i + %ﬁ%ﬁ

9 5 973 (pH=5.8) : Ne+GIn(500 mg/L)+CH(300
mg/L)+AgNO5(10 mg/L)+ H #EEE(20 o/L)+ FERE(20 g/L)
+0.7%BR +2,4-D(2 mg/L)
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Fig.2 Comparison of callus derived from different aged embryos
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Fig.3 Comparison of differentiated shoots (1) and roots (2)

from MS and N4 medium
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Fig.4  Comparison of differentiated shoots (1) and roots (2)
from MS and Ng medium
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Fig.5 Comparison of regenerated mature plants from

MS and Ng medium
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Fig.6  Gene transformed plants growing in medium
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Fig.7 Transplantation of gene transformed plants
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Fig.8 PCR of bar gene of transformed plant
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Fig.9 PCR-Southern blotting of transformed plant
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