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Research Advances in Regulation Mechanism of
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Abstract: Photoperiod sensitivity is the main limiting factor for the introduction of tropical and subtropical

maize germplasm resources in temperate zones. To break through the obstacle, cloning related genes and studying

their functions to construct the gene regulation network of maize photoperiod sensitivity trait, are the major approach-

es. Photoperiod sensitive regulating mechanisms in different plants are with conservatism and differences. Based on

the present studies on photoperiod sensitive regulating mechanism in Arabidopsis thaliana and Oryza sativa, the ge-

netic characteristics, gene mapping, and gene functional characterization of maize photoperiod regulation mecha-

nism were reviewed.
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