£ K Bl 2 2011,19(3):56 ~ 58

Journal of Maize Sciences

XEHS: 1005-0906(2011)03-0056-03

KT EEREKFRFEWN BcWRKY1
&% R EFERE R

RIR, PR, TRE B

W, 2K, 0 £

(AR IR AABE , IR 150030)

W OE. UEKAZRS 9801 .K10 ZERM 2K, RARFFE A FIEFAL BeWRKY 1 #5733 [F B ik
TR R 25 F20, 20 T A EEh 100 pmol/L . 0.05 P KSJE T EL25 bR 10 min ik E . S0k
L e 98 FRBRFFIFTHAAR, Horh 23 ¥k PCR L BHME, 18 MRES5E,

SR EK AR BeWRKY 1 JEF 3 24
FES2ES: S513.035.3

SEARIRAD: A

Introduction of BcWRKY1 Gene Mediated by Agrobacterium

Tumefacien into Shoot Tip of Maize
LIANG Guang—dong, LU Cui—hua, WANG Zhen—hua, ZHOU Yu, SHAN Chang—jian, DI Hong
(A gricultural College, Northeast A gricultural University, Harbin 150030, China)
Abstract: BeWRKY I gene was introduced into 7 maize inbred lines by pollen tube pathway and optimize the in—

fluence factors of genetic transformation. The results indicated that the transformation method with 100 pwmol/L AS in

the medium combined with vacuum at 0.05 Mpa for 10 min was beneficial to improve the transformation rate. Ninety

eight maize plants resisted to herbicide, among which 23 plants showed positive PCR reaction. Eighteen transformed

plants were seed.
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Fig.2 Effects of treating time on transformation frequency of K10
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Fig.3 Effects of AS on transformation frequency of K10
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Table 1  Transformation frequency of different genotypes maize

SR YRR R H R (%) FRFAIGTHERR S R PCR P4 PR RAT(7S)
Inbred line  Infected grains No. of seedling ~ Emergence rate  No. of herbicide—resistant plants Positive No. of PCR No. of plant seed
£2.9801 579 506 87.4 58 15 12
K10 380 296 77.9 40 8 6
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