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Construction of the Molecular Linkage Map with SSR Markers in Maize
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Abstract: 230 F;, individuals derived from the single cross between resistant R15 and susceptible Ye478 maize

inbred lines, were genotyped using simple sequence repeat(SSR). 778 SSR primers pairs were used to detect the poly—

morphisms between parents R15 and Ye478. 159 (20.4%) SSR primers showed polymorphisms. We constructed the

molecular linkage map using the 159 SSR primers, of which 9 SSR were false linkage. The others 150 SSR markers

distribute among 10 linkage groups in maize and span genome about 1 775.7 ¢M with average distance of 11.8 ¢M be—

tween markers.
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