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Abstract: The development of genetics and the establishment of genetic theories and principles are based on
inheritance of phenotypic expression between parent and offspring. Then use molecular technique to analyze physical
structure and nucleotide sequence of a gene to confirm genetic theories and principles. Breeding is based on human
needs, applying genetic principles, selecting and fixing individuals or varieties with ultimate required performance and
best genetic makeup in a specific growing environment. Then can use molecular method and association analysis to
define genes and genetic mechanism affecting a unique trait expression. With increased understanding of overall

coordination and operation of functional genomics in the future, it is possible to improve breeding selection

effectiveness and to obtain high throughput ultimate crop varieties adapted to a specific growth environment.
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