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Introduction of BcBCP1 Gene Mediated by Agrobacterium Tumefacien

into Germinating Embryo of Maize

ZHOU Yu, LU Cui-hua, WANG Zhen-hua, LIANG Guang-dong,et al.
(College of Agronomy . Northeast Agricultural University, Harbin 150030, China)

Abstract; BcBCP1 gene was introduced into 5 maize inbred lines by Agrobacterium Tumefacien path-

way using germinating embryo as receptor and the influence factors of genetic transformation was optimize

at the same time. The results indicated that the rate of transformation reached the maximum when the con-

centration of bacterium was ODg,, was 0. 8, the infection time was 24h and the co-cultivation time was three

days. There were different transformation rates among maize genotypes and the average of it was 2. 13%.

Forty-three transformed plants were positive by PCR, and 28 plants among them were seed.
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Fig. 1 Map of construction of p3300-BcBCP1 expression plasmid
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Fig. 2 Effects of concentration of bacterium

on genetic transformation rate
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Fig. 3 Effects of infection time on genetic transformation rate
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Fig. 4 Effects of co-cultivation time on genetic transformation rate
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Table 1 The statistic result of the rate of emergence and transformation

B rap] Ab B R EL O B:E €7 ) PCR FH 1 A8 R B (B HE RO AL D)
Genotype No. of treated seeds No. of plants No. of PCR positive plants Rate of emergence Rate of transformation
B Y 600 312 6 52.00 1.00
FF 599 180 96 1 53.33 0. 56
JF 598 120 102 8 85. 00 6.67
340 120 50 2 41.67 1. 67
K10 1000 632 26 63. 20 2.60
1y 59.01 2.13
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Fig. 5 PCR detection of putative transformant
# :M 2l DL2000 marker; 1 S B XF R ;2 S ks BH A4 % BE
3 KZEE XM 4~23 NEEFER A,
Notes: M:DL2000 marker;
1: Negative control;2: Positive control;

3: Water control;4—23: Putative plants.
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