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Abstract: Twenty—one pairs of maize SSR primers were used for building various multiplex—PCR-sets accord-
ing to their amplified bands” size range. Under the same conditions as single PCR reaction, 47 two—PCR —sets ap-
peared five different amplification behaviors, of which 30 were amplified normally. Nine of 10 three—PCR-sets and
one of 2 four—-PCR—sets were amplified normally. These screened normally—amplified multiplex—PCR—sets could be
applied in maize DNA fingerprinting database. The results showed that most multiplex—PCR-sets could be amplified
normally under just the same conditions as single PCR. Based on our experience, we proposed a simplified protocol
for developing a multiplex PCR assay.
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