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Improved CTAB method for extracting high
quality total RNA from banana leaves

GAN Guo-ying, QI Yan-xiang, PU Jin-ji, ZHANG Xin, XIE Yi—xian
(Environment and Plant Protection Institute, Chinese Academy of Tropical Agricultural Sciences, Danzhou 571737, China)

Abstract: In this study, improved CTAB method was applied to extract total RNA from banana Brazil leaves. The result
showed that two bands of 285 rRNA and 185 rRNA extracted by improved CTAB method were appeared orderly, as well Axy/Axo
value was more than 2.0. And using RNA as amplificating template of RT -PCR without any purification treatment, clear
amplified band was acquired, which showed that purity and concentration of RNA extracted by improved CTAB method suited to
apply to RT-PCR. But the total RNA extracted from CTAB method had lower yield and purity. Therefore, improved CTAB
method could extract high quality total RNA of banana leaves.
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