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Molecular cloning and expression characteristics response
to GCRV of TRAF6 in Squaliobarbus curriculus

Chen Kaijian"?, Wang Jing’an", Liu Qiaolin'?, Wang Ronghua', Xu Ying', Zhao Xin', Xiao Tiaoyi'**

(1.Hunan Engineering Research Center for Utilization of Characteristics of Aquatic Resources, Hunan Agricultural
University, Changsha 410128, China; 2.Collaborative Innovation Center for Efficient and Health Production of Fisheries
in Hunan Province, Changde, Hunan 415000, China)

Abstract: In order to investigate whether tumor necrosis factor-associated factor 6 gene involved inantiviral immune
response, the full-length cDNA of TRAF6 in Squaliobarbus curriculus was cloned by using RACE-PCRs method. The
full-length cDNA of TRAF6 is 2 621 bp including a 5'—terminal untranslated region of 50 bp, a 3'~terminal untranslated
region of 942 bp and an open reading frame of 1 629 bp encoding a polypeptide of 542 amino acid residues. The putative
isoelectric point and molecular weight of TRAF6 was 6.01 and 61 670, respectively. The protein encoded by this gene
includes one ring domain, two zinc fingers, one coiled-coil region, and one MATH domain. Phylogenetic analysis
showed that the TRAF6 was the most homogeneous to Megalobrama amblycephala. The expression of TRAF6 could be
detected in all the 12 tested tissues by RT-PCR, which the highest expressed in the liver and the lowest expressed in
midgut. After injection with grass carp reovirus (GCRV), the TRAF6 expression level was up and down regulated in both
spleen and head kidney, and reached the peak at 24 h, respectively. The results suggest that TRAF6 gene might play
important roles in the immune response of Squaliobarbus curriculus against GCRV.
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2.2 FRERHE TRAF6 I RGIHL O F 2 JRAREE TRAF6 SEMRFISEH thFh e E Il
Table 2 Percentage identities in amino acid sequence of TRAF6
( 2) with other species
TRAF6 98%, GenBank 1%

Megalobrama amblycephala AKC45381.1 98
Ctenopharyngodon idella AGI51678.1 97
90% 61%~71% Cyprinus carpio ADF56651.2 93
Daniorerio NP_001038217.1 90
58%~59% Clupea harengus XP 012670256.1 71
2 Scleropages formosus KPP69926.1 69
Esox lucius XP_010894216.1 68
Oreochromis niloticus XP _003450846.1 65
Epinephelus coioides AGQ48128.1 64
Paralichthys olivaceus AJE25833.1 63
( 2) Cynoglossus semilaevis XP_008308373.1 61
Calypte anna XP_008497219.1 59
Musmu sculus NP_033450.2 59
Homo sapiens NP_004611.1 58

Squaliobarbus curriculus (KU365989)
Megalobrama amblveephala (AKC45381.1)
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100
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i ) N amphibians
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birds
100 Gallus gallus (CDZ92728.1)
Musmus culus (BAAL12705.1)

100 _:3 os taurus (ABF06558.1) mammals
96 Homo sapiens (NP 004611.1)
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Fig.2 Phylogenetic relationship of fish TRAF6 proteins
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Fig.3 Relative expression of TRAF6 in different tissues
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