(

)

Vol 32 No 3

32
2004 3 Jour. of Northwest Sci-Tech U niv. of Agri and For (Nat Sci Ed ) M arch 2004
1,2 1 2
Q , 455004; 2 071001)
] “ [115-3493" “ 875" 175 F2
BSA , 1 3 SR M gpmaker
1 , SSR BNL 3556 13 1M,
50 1%,
] ; ; ; ; SSR
] 435 621 2 [ 1 A [ ] 1671-9387(2004) 03-0020-05
, 216 SSR Cotton DB
, ( http: //algodon  tanu  edu/htdocs-cotton/
, ocottondb  html) BNL (Brookhaven N ational
, L aboratory) : Sangon
, Taq dNTP  PCR Buffer
, 12
, [8]
20m, 25m
, 1 , 50 an, 20 an,
7 SR , x 3 , 11 ,
, F2 2067 ,
, 10 g/m
F2 3 ,
1
11 )
“ [15-3493" , F2 3 F2
, “ 875" ,
, 13 DNA
F2 : Pateron'® (101 ()
F2 ) ) DNA
F2 Fs
£ ] 2003-08-27
[ ] ? (2001BA 511B05)
[ | (1977- ), , ,
[ ] (1963- ), E-mail: ducri@public

ayppt ha cn



3

1 4 BSA (Bulked Sergeant A nalysis)

, M apm aker

M ichelmore BSA , Fa s M apmaker/QTL (V ersion 1 1b)
v Fe 10
, 10 , DNA 17
b 3 b
15 PCR BNL T
PCR 10 w, 1 04 10% Buffer F2
(20 mmolA Mg®), 50 ng DNA, Q 2
mmolA dNTP,Q 4U Taq ,Q 35 molA 5
194 5min,
94 1min, 60 ( 21
) 50 s, 72 50 s, 30 1 ; 1115-3493
, 72 7min, 4 875 F2 )
PTC-100™ PCR , ,
8% , 31
PA GE (221
16
M apmaker/Exp (V ersion 3 Ob)
1
Tablel The identification result of resistance to V erticillium dahliae in the field and in the greenhouse
. Identificat N umber of N umber of N umber of E ted
Generations ‘rannelthlgislon aﬂ%lgr:t% resisbtigntepzlgnts non-reLsri‘;ta%rt%lants era?i:o X’ value
F2 Field 175 146 29 31 6 188"
F2 3 Greenhouse 175 124 51 3 1 1 388
(Note): Xb 05,1= 3 84, X§ 01,1= 6 63
, ) BNL 786 BNL 1414 BNL 3535
F2 3 1 BN L 3556
) JF2 3 ( 2
’ 3 1 2 PCR
X 11 15-3493 Table 2 Amplified results betw een
resistant-pool and susceptible-pool
' /bp Amplified results
Naneof primers . )
= Resistant pool N on-resistant pool
' NL 786 118 100
I 15-3493 : BNL 1414 142 130
, BNL 3535 150 139
BNL 3556 147 144
, DNA M arker
22 SR Note The molecular weights of the bands in table 2 are
216 SR ’ evaluated by DNA M arker.
“ 1l 15-3493" “ 875" 24 FE, SSR
l 53 SS? 4 FZ ( 1) )
SR , 24 5% 53 M apmaker/Exp (V ersion 3 0Ob) :
128 LOD= 3 0, 50 iV ,
23 1 3 SSR BNL 786, BNL 1414
53 BNL 3556 , 88 dvi



2 ( ) 32
- B
i "o e P £l 4 ¥
by - - (= !
O bp —— '
e j el ; T
—F - S et ey 3 » 4
."".""J — - — "'—':--ﬂh--l-‘l'!
W’ e = el e = W " Pl dl Sl el e & 3 -
—

1 SR BNL 3556PCR
M. DNA P P2 y KJ ;G VAL F2 TH. F2 ;B. F2
Fig 1 PCR amplification result by SSR primer BNL 3556
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A. Pure resistant pattern in F2; H. Combined resistant pattern in F2; B. Pure non-resistant pattern in F2
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Studieson SSR markers of resistance gene of V erticillium wiilt in cotton

DUW ei-shi*?,DU Xiong-ming"M A Zhi-ying’
(1 Cotton Research Institute  ChineseA cademy o A gricultural Science,A nyang, H enan 455004, China;
2 College o A gronany,A gricultural U niversity d H ebei, B aoding, H ebei 071001, China)

Abstract: 175 F2 individuals developed by a crossof G. barbadense Il 15-3493x G. hirsutum Shihezi 875
were anployed for a molecular marker population in this paper. After the polymorphic primers were
screened by bulked sergeant analysis BSA ), a linkagemap that included three SSR lociw as constructed A
locus related to V erticillium w ilt resistancew as located at this linkagemap byM A PM A KER software The
distance betw een this locus and the SSR marker BNL 3556w as 13 1 OM , and this locus explained 50 1% of
the phenotypic variance Itwasamajor gene locus

Key words ocotton; V erticillium w ilt; molecular marker; linkagemap; SSR

Effect of nitrogen and soil moisture on nutrient absorption and quality of rice

CHEN Xin-hong',L IU Kai’, XU Guo-wei', WANG Zhi-qin*,YANG Jian-chang"’
(1D eparment & A gronany, A griculture College, Yangzhou U niversity, Yangzhou, J iangsu 225009, China;
2College o A gronany, X injiang A gricultureU niversity, U rungi, X injiang 830052, China)

Abstract: N utrient absorption and quality of riceonW uyujing 3w ere investigated by different nitrogen
levels and irrigation methods on field The results showed that N and P content of organsw ere enhanced
w ith increasing of nitrogen levels, and N, P content by conventional w atering w as higher than those by
w ater-saving irrigation, but w ater-saving irrigation promoted transfer of nutrients from vegetative organs
to grains K content of organsw as insignificant anong treatments There had no significant effect on the
milling quality by nitrogen levels and irrigation methods Percentage of chalky kernel and chalkinessw ere
enhanced w ith the increasing levels and il moisture The protein content of ricew as positively correlated
w ith nitrogen level, and it by saving irrigation w as low er than conventional irrigation in the same nitrogen
level; the change of anylose content w as negative w ith protein content The yields betw een w ater-saving
and conventional irrigation w ere insignificant w hen nitrogen levelsw as 300 or 450 kg/hm?; the percentage
of filled grain and harvest index by water-saving irrigation were higher than that by conventional
irrigation

Key words nitrogen levels il moisture; rice; nutrient content; quality of rice



