@t L F e 2010,19(3):154-158
Acta Agriculturae Boreali-occidentalis Sinica

i L0 R 8 6 £ % REFERD RAPD 537

FEHE.FE®K.H R EETF
RIS AMRRI A 2 T 22 5 A Ml 01 2 0 3 0 T AT B 05 L B 0 712100)

A OE: LEET R EBEE 12 DA 23 APRR CEZRFN 6 AR R A4 3 415 A A 4 b 3E
AT Gy BERE KA - R RAPD AN 3 % J AR 49 o 5% 00088 1% 2 RE PR AT AT 5T . AN 520 ASBEALS1 9 344
16 D Z B R 519 AT RAPD 4347 . 3L4015 DNA Z&47 258 A, Kb 2285 HE 440 186 >, DNA Z&a K/hr
F 100~3 500 bp Z[A] . R STATISTICA At T 47 4734 5 AR 3% &L ARRE T 2009 6 28 . BRI 4
DA S 4 4 A il i) G 5 P A A PR OC R ARG . 7 b [ A A P L S A R 2R 2RO R B A

HIRZ .
KR WA RAPD; F 5 % I 5 48 Z A
hE 9% S :Q946-33 XEKERIRAD : A XEHE.1004-1389(2010)03-0154-05

Genetic Diversity Based on Random Amplified
Polymorphic DNA (RAPD) in Vitis
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of Agriculture Ministry, Northwest A&F University, Yangling Shaanxi 712100, China)

Abstract: Genetic diversity among 47 genotypes of grape,including a set of 23 genotypes of 12 wild Vi-
tis species native to China,six inter-specific hybrids (V. wvinifera XV. labrusca) ,three clones of V.
riparia,and fifteen V. wini fera L. cultivars,was investigated based on RAPD analysis. Sixteen poly-
morphic random primers were selected for the further analysis from the screening of 520 oligonucleoti-
de primers. A total of 186 polymorphic RAPD markers among 258 bands,size ranging from 100 bp to
3500 bp,were produced from the 16 selected primers. Relationships among the 47 clones or accessions
based on their genetic distances were clustered using unweighted pair-group method arithmetic average
(UPGMA) analysis in a dendrogram. Forty-seven grape species were clustered to six groups. The lar-
gest distance was found between V. vinifera,V. riparia,inter-specific hybrid (V. vinifera XV. la-
brusca) and the wild grapes native to China. Among the wild Vitis species native to China, the largest
distance was found between V. amurensis and the other wild species.
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Table 1 Grape materials used in this expriment
i e R i ) W
Species No. Clone Species No. Cultivar
EH% V. quinquangularis Read 1 Fi-24 Shang-24 I ) 25  FHIE Xuefeng
2 83-4-96 4 %’ﬁﬁ]% V. adstricta 96 g2 11 1 Thishan-1
3 834948 ?ﬁter:];)ecific hybrid 275U Jingchao
4 #11-12 Taishan-12 /(Vi vinifera XV. la= 41 Sy Kyoho
. ) hrusca)
Berlandier-riparia 5 (S)(;geielzll;crgon 41  4gig Pioneer
Z&NMH#4 V. ficifolia Bunge 6 FEMAA 42 7 # Takasumi
B V. piasezkii Maxim 7 M-8 Liuba-8 43 Bk Early-Takasumi
18  F[#-1 Ninggu-1 44 &+ Fujiminori
F A% V. romanetii Roman 8  VLVY-2 Jiangxi-2 el ] 28 HH)4 Riesling
19  YLPg-1 Jiangxi-1 V. vinifera L 29  4g%& Cinsaut
20 -7 Pingli-7 30 # %[ Honny Red
21 B44M-11 Liuba-11 32 JHR Longyan
i % V. bryonii folia Bunge 11 %Hk-2 Anlin-2 % 33 HELF Muscat Rose
% V. riparia Michaux 9  Pulliat 34 EJ Zana
10 Beaumont 35  fEFIAEE Carignane
ZIBHG % V. qginlingensis P. C. He 12 ZIK%i% Qinling Putao 36 %% Ugli Blanc
1% V. amurensis Rupr. 13 j#fk-3 Tonghua-3 37 i ER Cabernet Franc
LK H % V. pseudoreticulata W. T. Wang 14  RjH§-1 Shangnan-1 38 £ Bk Red Globe
15 J7P4-1 Guangxi-1 39 JREZFk Cabernet sauvignan
FkEE WA % V. spp. (Qiufuyie) 16 B HI-7 Liuba-7 40 Fi /R Ribier
Fw B %A V. baihensis L. X. Niu 17 H7-40 Baihe-40 45 ZH#E N Ecolly
il %% V. davidii Foex 22 WEPH-4 Lueyang-4 46 MFRE¥F Merlot
23 “Fi-6 Ningqiang-6 47 R JE-51Fenghuang-51
24 HEJE Tangwei
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Table 2 DNA bands amplified by random primers in grape materials

o o Fy=n ZENFER  BRRTEAR  EERAAE/ N
Primer Sequence Total 4b‘and‘s of Polymor?hlc Average amplified Percent gf
amplification bands bands per template polymorphism
OPA15 5'TTCCGAACCC 15 10 6.5 66.7
OPBO6 5'TGCTCTGCCC 24 20 10.0 83.3
OPBI12 5'CCTTGACGCA 18 14 6.5 77.8
OPQo3 5'GGTCACCTCA 17 12 7.5 70.6
OPWO02 5'ACCCCGCCAA 14 9 5.5 64.3
OPWO1 5'CTCAGTGTCC 21 15 7.5 71.4
OPJ03 5'TCTCCGCTTG 15 11 7.0 73.3
OPO07 5'CAGCACTGAC 10 6 5.0 60. 0
OPV02 5'AGTCACTCCC 21 13 9.0 61.9
OPV05 5'TCCGAGAGGG 11 7 4.5 63.6
OPJ13 5'CCACACTACC 19 13 7.5 68.4
OPJ19 5'GGACACCACT 16 13 8.0 81.2
OprPU20 5" ACAGCCCCCA 7 4 3.5 57.1
OPQO4 5'AGTGCGCTGA 23 16 8.5 69. 6
OPJo7 5'CCTCTCGACA 12 6 6.0 50. 0
OPV07 5'GAAGCCAGCC 15 8 5.0 53.3
Total bands 258 186

1543 bp —=
994 bp —=
695 bp —=
515 bp—=
377 bp —=
237 bp —=

M 16 17 18 19 20

1543 bp—=
994 bp—=
695 bp—=
515 bp™
377 bp—=
237 bp—=

31 32 33 34 35 36

22 23 24 25

38 39 40 41 42 43 44 45 46

A4 S EIFE 1 No. of the 46 samples are the same as Table 1
1 5|4 OPBI2 X 46 /> H & & E B i 18 7 ¥ B IR A5 ¥E R ik
RAPD fingerprints amplified by primer OPB12 in 46 grape genotypes

Fig. 1
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Fig. 2 Tree diagram of 47 cultivars based on RAPD marker
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