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The Progress of Arabidopsis Thaliana and its Study

An Xianhui
(Industrial Institute, Academy of Gansu Agr. Sci., Lanzhou 730070)

Abstract  Arabidopsis thaliana belongs to Arabidopsis of crucifer. There are a lot of special charac-
teres in it, for example, small body, short period of duration, high propagation coefficient. It has been called
fruit fly in plants. In recent years, with the developing of the researches in molecular bilogy, more and more
profound study is been doing in Arabidopsis thaliana. The results said that there are not only above
showed characters in it but also abundance mutants, e. g, absencing one or more phy tohormone and resistant
mutants, colour mutants and unnormal photorespiration and so on.So far hundreds of mutants have been
gained. A few gene sets and low frequent repeat sequence have been found in it too. This made it is easy to
be modified, cloned and selected, then study the expressing and controlling, Adh, cab ef al. genes was lo-
cated in chromosome. Construct anothers crops genetic maps and mark the related genes by using the
knowen genes, e. g, the low erucic acid. Those will bebefit transforming the high quality or special genes to
ano ther crops, solving the problem that couldn’t be solved by regular ways and accelerating the process of
genetic improvement in crops breeding .
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