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Zhu Xinchan, Zhao Wenming and Fu Zengguang
(Laboratory of Plant Molecular Biology , Northwestern Agricultural University, Yangling Shaanxi 712100)

Bai Wenzhao
(Department of Biology, Hanzhong Normal College, Hanzhong Shaanxi 723000)

ABSTRACT
Dynamics of the DNA/RNA were studied during developing of pea seeds. The results showed that
changes of the fresh weight, RNA and DNA content per seed were $-type line during developing of
pea seeds. The RNA content per seed reached the maximum at 21 days after flowering, and tailing
phenomenon disappeared into single band, the mobility of DNA was also dropped into the lowest. Tt is
therefore proposed that a turning point of gene transcripting activation lowered is at 21 days after flow-
ering.
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