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the Relationships with Meat Quality Traits
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Abstract One variant restriction sites of Luxi cattle H-F ABP, Hadll -RFLPin intron 2, was found by

PCR-RFLP method. The association between genotype markers and the corresponding marbling and

tenderness traits were analyzed by using general linear model at the level of DN A. The result was the

B allele of Luxi cattle H-FABP gene intron 2, especially homozygous BB showed a highly significant
positive effect on Warner—Bratzler Shear force of beef tenderness traits (P <0.05); AA, BBand AB

genotype no differ significantly effect on marbling.
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H-FABP mRN A (Ace. No X12710)
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Promer3 (www. genome. wi. mit.
edu) , . . 5=
AGCCTACCACAATCATCGAAGTGAA-3
5 2CAAGTGATGTCTCTTGTCCATTCCA-
/ BB AA AB BB AA AB ; M: Marker.

3
PCR 23 L. PCR
: 10 [10mmol /L. Tris-HCl (pH
8 0), 50 mmol/L KCI, 0. % Triton X-100 ]

29, DNA 20~ 50 ng dN TPs
200 * mol /L L. 0¥ mol/L Taq
DN A 1U,Mg" 1.5 mmol/L. PCR

94C 5 min.. 94C /

BB, AA and AB are genotype of BB
AA and AB, respectively; M: Marker

1 Hadll PCR
(146bp 124bp  73bp )
Fig. 1 Agrose gel image of digested PCR production
with Hadll ( fragment of 146bp 124bp
and 73bp no display in gel)
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