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Abstract: A new wild strain was obtained from the experimental field by chessboard sampling method, its gram
and parasporal crystals morphology and molecular biology identification were undertaken, furthermore, its biological
activity against 0. furnacalis and Chilo suppressalis were detected. The results showed that it was a gram—positive
strain and produced irregular parasporal crystals mostly. The result of 16S rDNA analysis revealed that the strain
was homologous to B. thuringiensis strain BMB 171 with 99% similarity. All these results suggested that the strain
was a new member of B. thuringiensis and designated as B. thuringiensis JNOO2. It gave a high toxicity against O. fu-
macalis, and lower of that against C. suppressalis, while showed extremely low activity against Mythimna separate. It
demonstrated that JNOO2 was a new strain for O. furnacalis control, and also was potential for C. suppressalis control.
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Fig.1 ~ Gram stain(A) and parasporal crystal morphology(Bx1 000) of thalline
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Fig.2  16S rDNA sequence phylogenetic tree of the strain
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Table 1 Toxicity of JNOO1 strain against Asian corn borer larvae

W BE (P /mlL) BEEFET 3R (%) 48 h B IEAET =R (%) 72 h I IEAET3:(%) LT
Concentration Adjusted mortality of 24h Adjusted mortality of 48h Adjusted mortality of 72h
1.0x10° 3.61+3.61 b 30.03+3.45 ¢ 62.47+7.20 ¢ 62.64
1.0x10° 5.12+3.36 ab 31.01+6.43 ¢ 68.80+3.50 ¢ 59.32
1.0x10’ 10.94+3.65 ab 38.31+6.65 b 81.35£3.29 b 52.41
1.0x10° 11.34+5.80 ab 45.28+3.45 ab 83.05+6.91 b 50.30
1.0x10° 12.70+3.65 a 49.72+3.65 a 93.56+5.28 a 46.82

R R R 2 o RISNEAE JG AR 51 37R 48 Duncan FOT 2 I ZE AT 30 7 P<0.05 /K- P22 5 3
Note: Data were mean+SD. Different letters in the same column indicated significant difference at P<0.05 level by Duncan’s new multiple range

test.
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Fig.3  LTs of the JNOO2 strain against O. furnacalis and C. suppressalis
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