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Application of polymerase chain reaction to pesticide science
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South China Agriculture University> Guangzhou 510642, China)

Abstract Because of its ability to amplify particular DNA sequences in a relatively short time and its characters of high
sensitivity, veracity and easy operation, the technology of polymerase chain reaction (PCR) has been widely applied in the
biological fields and other related subjects since its birth, and now it has been further combined into more and more re-
search fields. Pesticide science has been developing in the direction of microcosm, and more and more studies is focusing on
the bio-macromolecules and genes. The keystones and components of PCR and its applications in the study of insect resis-
tance, environmental toxicology of pesticides mechanism of pesticide and the exploitation of bio-pesticides are introduced in
this paper.
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